ABSTRACT Species of the Aspergillus section Nigri are taxonomically very complex. The taxonomic assignment of Aspergillus awamori is unclear. Here, we present the draft genome sequence of A. awamori strain IFM 58123 NT .
total of 11,224 genes were observed. The 310 tRNAs and 135 rRNAs were predicted by tRNAscan-SE (version 1.3.1) (9) and RNAmmer (version 1.2) (10), respectively.
Data availability. The whole-genome sequences of A. awamori IFM 58123 NT have been deposited at DDBJ/EMBL/GenBank under the accession numbers BDHI01000001 to BDHI01000033. The raw sequencing reads have been submitted to the SRA under the accession number DRA007470.
